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Despite its clonal structure (Miles & Cibulskis a series of new data on the biology and ecology
1986, Tibayrenc & Ayala 198@yypanosomaruzi  of this flagellate. This is exemplified by the cycle
presents an extreme variability and the seminahdertaken by the parasite in the lumen of the scent
studies described the pleomorphism of thiglands oDidelphis marsupialiswhere the proto-
tripanosomatid. The slender blood forms have beawan multiplies as epimastigotes and differentiates
taken for immature forms or male gametes anitito metacyclic forms (Deane et al. 1984). The
the large blood forms, as mature forms or femalextracellular multiplication cycle &f. cruziin the
gametes (Chagas 1909, Brumpt 1912). Since thesgent glands of the opossubn marsupialisevi-
all attempts made to correlate biological, biochemiences that, besides being a reservoir host, this
cal and morphological parameters of the parasispecies can also be a vectorTofcruzi Another
with the course of the experimental infection opeculiarity of the interaction df. cruziwith mar-
with the different aspects of Chagas disease, haspials, is the effective control of the infection by
led to controversial results. Nevertheless, the study. marsupialisandPhilander opossunMoreover,
of enzyme electrophoresis profiles defined threB. marsupialisare able to rapidly control and even
major subpopulations (zymodemes) in Brazil, aseliminate infections withl. cruziyY strain, while
sociated to domestic (ZIl) or sylvatic transmisimaintaining other strains indefinitely without any
sion cycle (ZI and ZIll) (Barrett et al. 1980). Moresignificant tissue lesion (Deane et al. 1984).
recently molecular markers separated two di®possumon the contrary, maintains both types of
tinct and major phylogenetically lineages Tin strains (Pinho et al. 1993).
cruzi also associated to the domiciliar transmis- Studying the circulation of. cruziamong
sion cycle (lineage 1), and to the sylvatic trangtriatomine vectorsR. opossunandD. marsupialis
mission cycle (lineage 2) (Souto et al.1995¢aptured in a same area of the Atlantic Coastal
Zingales et al. 1997, Fernandes et al. 1998).  Rainforest we observed that 50% of the marsupi-

However, what is the so-called.“cruzisyl- als and bugs, were naturally infected. The bio-
vatic transmission cycle”? It is well known thatlogical, biochemical and molecular characteriza-
naturally infected mammals and bugs can be fourttbn of theT. cruziisolates defined two groups,
in almost any sylvatic ecotope, but very little isassociated mainly . opossunor D. marsupialis
known about the kinetics of the transmissio.of The collected bugsthodnius prolixuswere most
cruzi among its vertebrate and invertebrate hostwobably involved with the transmission of the
in the natural environment. The performed surparasite amonB. marsupialissince theifT. cruzi
veys reflect a cross sectional analysis of thisolates displayed similar biological, biochemical
enzooty, and do not consider the peculiarities @&nd molecular characteristics. Furthermore al-
the interaction of the parasite with a given hosthoughP. opossum and D. marsupiatiscupy the
The studies of the interaction ®fcruziwith mar-  same sylvan habitat exclusivély marsupialisfre-
supials, considered to be the most important arglients and even colonize human dwellings and
probably the most ancient reservoirs, has yieldetierefore was considered as a link between the

sylvan and domestic transmission cycles but it

was observed that only. opossunharboredT.

cruzilineage 1 parasites. The presence of lineage
in D. marsupialisis rare (Zingales et al. 1998,
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T. cruzj contrary tdD. marsupialis, strongly sug- undoubted advantage to this eclectic parasite char-

gested two independent transmission cycles occuaeterizingT. cruzias one of the most successful

ring between these two marsupial species that livaganisms to adopt the parasitic way of life.
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